The complete molecule of the title compound, C 14 H 16 N 2 S 2 , is generated by a crystallographic inversion centre. The thiophene residue is close to being coplanar with the imine group [C-C-C-N torsion angle = 6.5 (2) ], and the conformation about the imine C N bond [1.281 (2) Å ] is E. In the crystal, the three-dimensional architecture is consolidated by C-HÁ Á ÁN, C-HÁ Á Á and SÁ Á ÁS [3.3932 (7) Å ] interactions.
Related literature
For background to 2-substituted thiophenes, see: Kleemann et al. (2006) . For related structures, see: Prasath et al. (2010a,b) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the S1,C1-C4 ring. (Kleemann et al., 2006) . In continuation of structural studies of thienyl derivatives (Prasath et al., 2010a; Prasath et al., 2010b) , herein the title compound, bis- In the crystal packing the molecules associate via C-H···N, C-H···π, [ Table 1 ] and S···S [S1···S1 i = 3.3932 (7) Å for i:
A mixture of ethylenediamine (0.6 g, 0.01 M) and 2-acetyl thiophene (0.7 g, 0.01 M) in dry benzene (50 ml) was refluxed using a Dean-Stark trap until no more water was collected (2 h). The benzene was then removed under reduced pressure and the residue treated with methanol. The solid that separated out was recrystallized from ethanol as colourless prisms.
Yield: 72%. M.pt: 405-407 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.99 Å, U iso (H) = 1.2 to 1.5U eq (C)] and were
included in the refinement in the riding model approximation. 
Computing details

Figure 1
The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. The unlabelled atoms are related by the symmetry operation (1-x, 1-y, -z). ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
Hydrogen-bond geometry (Å, º)
Cg1 is the centroid of the S1,C1-C4 ring. Symmetry codes: (ii) x, −y+3/2, z+1/2; (iii) −x+2, −y+1, −z+1.
D-
